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SUMMARY 

Encystment of Colpoda cucullus was induced, and the morphogenetic transformation was preceded by an enhancement of the in vivo phos-

phorylation level of several proteins. Immunofluorescence microscopy using anti-phosphoserine antibody showed that these phosphorylated proteins 

were mainly localized in the macronucleus and the cell cortical region. SDS-PAGE and biotinylated Phos-tag/ECL of isolated macronuclei showed 

that a 33 kDa protein (p33) was localized within the macronuclei. LC-MS/MS analysis showed that the p33 may have been ribosomal P0 protein, and 

its function is presumably to assist in various macronuclear events during encystment, such as chromatin reorganization. In the early stage of encyst-

ment, a 50 kDa protein (p50) disappeared, while the expression of a 49 kDa protein (p49) was enhanced.  In the presence of puromycin or actinomy-

cin D, the modification in the expression of these proteins was cancelled, suggesting that the encystment-dependent alteration of these proteins is 

involved in a transcriptional regulation. The LC-MS/MS analysis of the p50 and p49 isolated by 2D-PAGE or 1D-SDS-PAGE revealed that p50 and 

p49 are mitochondrial ATP synthase b chains and elongation factor 1a (EF-1a), respectively. The EF-1a may be involved in cytoskeletal reorganiza-

tion during encystment. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 




